. Healthy tissues exhibit greater expression of M-cadherin during early differentiation. (A) Normalized myogenin expression is plotted for healthy and DMD tissues for D0-4 of differentiation. No statistical significant differences were observed. (B) Normalized M-cadherin expression is plotted for healthy and DMD tissues for D0-4 of differentiation. *, P < 0.05 relative to another day within a condition. **, P < 0.05 relative to the DMD condition on the corresponding day. (C) Normalized myosin heavy chain expression is plotted for healthy and DMD tissues for D0-4 of differentiation. No quantifiable myosin heavy chain expression was observed in healthy samples on D0-1. No quantifiable myosin heavy chain expression was observed in DMD samples at any investigated time point during this study. Error bars represent mean ± SEM of n = 2 independent experiments, where protein was collected from two biological replicates for each condition, on each day, for each experiment. (E) Nuclear OOP is plotted for healthy and DMD tissues. n = 5 coverslips, 3 FOVs (318.5 × 318.5 µm) per sample, >400 nuclei analyzed for each day, for each condition. (F) Nuclear eccentricity is plotted for healthy and DMD tissues. n = 5 coverslips, 3 FOVs (318.5 × 318.5 µm) per sample, >400 nuclei analyzed for each condition. (G) The α-actinin/actin area ratio is plotted for each condition for D3 and D6. n = 5 coverslips, 10 FOVs (318.5 × 318.5 µm) per sample, for each condition, for each day. (H) The myotube number per FOV (318. 5 × 318.5 µm) is plotted for each condition. n = 5 coverslips, 10 FOVs (318.5 × 318.5 µm) per sample, for each condition, for each day. (I) Myotube diameter is plotted for each condition. n = 5 coverslips, 10 FOVs (318.5 × 318.5 µm) per sample, for each condition, for each day. *, P < 0.05 relative to another day within a condition; **, P < 0.05 relative to the other condition on the corresponding day; #, P < 0.05 relative to the other day within a condition and to the other condition on the corresponding day. Error bars represent the mean ± SEM. Video 1. Sample contraction of a healthy engineered tongue on a chip electrically stimulated at 23 Hz, visualized using a stereomicroscope. The contractions were recorded at 100 frames per second and are displayed at 100 frames per second.
Video 2. Sample contraction of a DMD engineered tongue on a chip electrically stimulated at 23 Hz, visualized using a stereomicroscope. The contractions were recorded at 100 frames per second and are displayed at 100 frames per second.
Video 3. Sample contraction of a DMD engineered tongue on a chip electrically stimulated at 23 Hz, visualized using a stereomicroscope. Recorded using a Basler A601f-2 camera at 100 frames per second. This is a version of Video 2 that displays the video as though captured at 25 frames per second to better facilitate observation of the slower and weaker contraction relative to the healthy controls.
